Synthesis of diaminopimelate decarboxylase in 7 of 11 different Bacillus species tested was subject to L-lysine repression.
Diaminopimelate (DAP) decarboxylase is the last enzyme involved in the biosynthesis of L-lysine in bacteria. Synthesis of DAP decarboxylase in some nonsporulating bacteria is repressed (1, 3, 6) , and enzyme activity is inhibited (5) by lysine. White et al. (5) reported that lysine did not repress the DAP decarboxylase in two sporeformers, Bacillus megaterium and B. subtilis. Grandgenett and Stahly (2) demonstrated that in B. licheniformis and B. cereus synthesis of the enzyme was repressed by lysine (2) .
This study was undertaken to determine how common lysine repression of DAP decarboxylase synthesis and lysine inhibition of activity were among Bacillus species.
All of the organisms were grown in a modified LA medium (Lysine Assay Medium, Difco) as described by Grandgenett and Stahly (2) . The medium was prepared by adding 5 ml of inorganic salts (4), 8.5 ml of 20% KH2PO,, and 7.8 g of Lysine Assay Medium to a total volume of 500 ml of distilled water. The pH was adjusted to 7.2 with concentrated KOH, and the medium was autoclaved. The starter cultures were inoculated with vegetative cells, grown on nutrient agar, and incubated at 37 C. The methods used for harvesting and breaking of cells were previously described (2) . The method of measurement of DAP decarboxylase activity was previously described (2) and enzymatic activity was expressed as specific activity (micromoles of DAP decarboxylated per minute per milligram of protein).
The extent to which DAP decarboxylase synthesis was subject to lysine repression in different Bacillus species varied from 0 to 82% (Table 1) . In contrast, the activity of all of the enzymes was inhibited by lysine.
Cell-free extracts, which were obtained from the different organisms grown in the presence and absence of lysine, were dialyzed against 0. 
